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Figure S13 -Endogenous and overexpressed HDAC1 localize to the nucleus, related to Figure 6 . HEK293 cells expressing FLAG tagged HDAC1 (A) or HEK293 cells alone (B) were fixed and stained with FLAG (A) or HDAC1 (B) antibodies (red). Cells were counterstained with DAPI (blue) and visualized using fluorescence microscopy. Both endogenous and overexpressed HDAC1 were predominantly nuclear. The data suggests that the FLAG tag does not affect the localization of HDAC1-FLAG. Table S4 and Figure 7A . Figure 7B of the manuscript. Figure 7D of the manuscript.
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